The programmed senescence of carnation (Dianthus caryophyllus L. cv White Sim) flower petals is associated with an increase in the production of ethylene (1). This increase in ethylene plays a critical role in the initiation and regulation of the biochemical processes of senescence, including gene activation (1, 4, 5) . The onset ofincreased ethylene production in aging petals is associated with the concomitant increases in both ACC2 synthase and EFE activities, which convert Sadenosyl-L-methionine to ACC and oxidize ACC to ethylene, respectively (1). Senescence of carnation petals is accompanied by the accumulation of specific mRNAs (4) 
721 GAGGTTATTACAAATGGCAAGTACAAGAGTGTGATGCACCGCGTGATAGCGCAGACAGAT Table I .
